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COMT s6267

1

1,2

(IR I R D BRAA B, BERE 250014)  (CAb UMLK A & B BIRF ST B, dbaT 100875)

iz A&k DNA 48R, DL 153 2 m MR 9 h A g, 548 COMT %L rs6267 £
BUSHEHET AW ER, AR S GO F AR . 455R % rs6267 2805 B R
AT AR R A WA OCHR, T S0 3P 0 35 BRI T 5 DA B AT R R AE BRI 8 S Ll AR BT
TFRIER; 156267 LM 5 b A T A FE S AR B a3, FEHBLL 4 i K kA T 2 R A0 T A 4E R,
GG HIFL N & & AR BT N AR & T T S0 R & .

COMT J&[H; rs6267 2354k, Zulifrh; VAT 1EA

B845; B844

1 A @i

e 47 Sk 0 s PR 5 % A HIL )R T a0
B o e B eyl - (LB 1 [ D1 oA £ L
M F MR RN LT A2 S BA &
BLRBAL A LA . —TL s 24 DT R
WAL AW I TC AT o s, 1A% DR 28 n DA
Wi A7 A By 50%75 5 (Miles & Carey 1997) . IT4FEK,
bl T AL =R R R R, X SdiAT o kA
LRI AR E 2R AR 53FKF, COMT K ik
YA T s A o8 e S 2 — . shiy il it
LRI, COMT HHZ AN S WHA7T R B2 K Ek,
M COMT BNk R m B il 24
1M ¢ T N BB 5E 4500 W AEAE 40 B, H 2 A 5P
J& o SCHRAMT 2B, E2E 500 R A G A [
IS BT 2 R AR () P 3] LB TR], DA K 2 505 2
TR EXT COMT N 5 fr % R B
TER . RO BEHLE COMT HRNEZEMESH
METRAT N IISE R, DL ) IR R 2 A Hrp

W AR H 41: 2010-04-01

AR -
1.1 COMT EH

COMT & [, %& 3 4 #% /& “ catechol-O-
methyltransferase” , HSCEAFRHN LA ER B A7 H
FECREHE” L. A& COMT LT 22 SY(n
R 1 X 147 2 WA (229 11.2) % FEH A 6 A4k
B, 2 DESF, 2 DIFuE R EAE, B 663bp il
813bp. F|HHT M IEC & COMT HEH 4afith X % /D>
A 8 M H IR Z AL 5. COMT J[H i fith 1) 2
JLZR B e S8 AL TP LR AL I (COMIT) o LR i i S A2
LR R il LR M e (45 BIRE . W 1
JiR RN 2 CL M) Y E ARG . LA I i T LAY i
HRRX 28 28 G X A1 J SO A BRSPS o R R
WORAS . WFFE R B, LA S R T Sy
i 47 4 (Volavka, 2002) . COMT 3 [A BE % fifi
COMT R EifE, [F—HP] 2250k 0] L) G20
WEYEAEAE 3-4 50922 5 (Lotta, Vidgren, Tilgmann,
Ulmanen, Melen, Julkunen, et al., 1995), [A i, COMT
FE DR R Yt A7 A B ) EE B e B 2 —

* [EHKARFAIEA (T H S 30970905) . HE A SCHERLE ST A 2008 4F B EE KT H (08JIDXLX270) ., &EAERE “H—
B MUAFTHEFLTRE EFRRESFLENFSIEN 1T BREFM5T (0 H S EBA080300) . IHARE TR I%¥H K
R, PR SRR EGERN R RS HE L) B AT EIH
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12 COMT EEZTEMEREHITHNXE

Wi 47 R 0 3 F AL S Wt 58 ] J 2R sl A A
AW T PR GU . sh PRI 5E 3 200 i %
B R SR e — R PR DRSS sh A7 284k . sh ¥ S 4
(% 52 38 2 /N R, PR O 2 BRAY E N) 2H A E
30000 MM T gmAG R, 5 AR R R E IR
AT, T H & BRSNS 4548 AL 32 2 28 80%
(Mouse Genome Sequencing Consortium, 2002), %
SRR AT B, MEYE COMT JEN RS I H T
% 5 1 1 i 47 S (Gogos, Morgan, Luine, Santha,
Ogawa, Pfaff, et al., 1998), & X A5t 7 =X H [
58mAT, (HIRFE D mBR X T AR KA1
RN BRI . NI 538 5 2 S e e — 0 38
5T M, e E 50 BT R R IR
AL . H T, REBIEHAT AR E
LT 5RO R G AL, AN 5-F5 (e sZ AR JE R RN
MAOA BN 5Hid7 i ek, MLz, JLASE
JH AR DG PR 52 B ) S 3 b, AR BGEAT M K e rh
AIE VR R TR A S A E A

MEA 5T COMT RHZBMSUEHIT AR
HIRTSE E 5k A Val158Met(rs4680) 1 st f£FRic,
110G T H A FE bR 5 Bhi A7 R SRR A R BN B =
TR ok, COMT HIREIFIE(L R T Val/Met
s, TF COMT JEHAMNE T 4 KIEAFTE 156267 fif
M, PR Ala22/72Ser 2450, R AMAEHER £
I AE rs6267 {7 o5 114 35k PRl 450 oAy 22 B i 45 o1 L A,
BAEREEFT H AN Hrh, ARS8 A DIRE s s TN
AR (IR I5 1) - 22 R (1 105 1) 2 A5 1 (rs6267) (Lee,
Joo, Kim, Chung, Kim, Lee, et al., 2005), H[E A [
W, rs6267 ZATERI K G A T PRI AR IEA, LA
B UL AESEA 1Y) 120 A ) 5 2/2(5 A8 4l 4 1Y)
R ELR A (EEE, 2009). A WFGE KB rs6267 £ 3
PR RGP 240E 125 DGR, Ser S5 KL RUZ A b 4y
ZURE By fE B £ X (Lee, Joo, Kim, Chung, Kim, Lee, et
al., 2005), {H H{ A& WLE] ST rs6267 Z5PE 51K
AT KRR -

HAIA % COMT HHZEMSHEHIT KR
MBI TR R T I R B2 2 | K Pl U 2 24 32
SR, BT AR T A R S R . W
ARG R F o ADHD JLEE, fif A5 ffF 57 5 i 1E % B
WILE R Fd COMT EHNZEMESHEIT MK
KR o BlAT AR % LT T D4R th 4 3 i it — Fh
SR AT, XHLER DR AR B IR
IR Z ), PR, A7 B X — BRI T R I

AT ARG 2= RS, HHE COMT HEHZA
TS BEEAT RS
1.3 MR S5REREZHATIER

145 UNFE R massd, A& COMT %
K 2 250 5 Kol A7 R OCHR A BIF 9 e R s AE A I
4, Lachman 45 (1998) LA 28 44 F (4 ik (4145 2 44
AEBENFVTIA N) . BA 17 ok o
S A S AT PR A SR R 27 44 TR XS B2 A
AN PR, %K COMT 158 B h 1~ KL P 4 5 1 o5 Y
R, 455 &, COMT 158 %513 N 1 5 2
TP RAETE 3 Ok, Hivp LU (IR 76 ) 32 R 5 7
F i 64%1 JE T4 14, HH B (3% ) S IR i
1 80% MY B TAE R 14, SO 5217 A
e R FE I, 0 H COMT S B | 257 JL P 5 2 /)
PLE S o s L s NS S/ Cp i E VNG P S
R ORI . X SCYESE (2008) LA Hr ERI
7 109 4 & 5% J147 0 RS 43 2408 FR 35 RN 64 15
KPR T TIAT R WA PR 0 B4 B E NPT 4, 45
AR EIHKGthor 2B H COMT SEHZ A5 %
IV AT R 00 e HK . T AT BR Y /&, Kulikova 45(2008)
WX 114 B PERBEE LB, Met/Met 4l AU
PRI485 7 35 1 BHAR i A e IR, 10 Val/Val 4fi Al
RN A R, X5 0/ K2R L5 SRR
FHSZ o SCHRRATATT A IR, A FEREAS b Pk 531 G481 ) AN [
Al B T O IR 45 A B Y IR R 2 —

MR B AL VR TR A Jre iy < Al e - B S 1
FEAL” (Lerner, 2002)F1 “ZE -1 & JI#AL”  (Phelps,
Belsky & Crnic, 1998), it &% KX & 17
Sk B2 W 7 7 PR 45 PR R YT . Caspil 45 A (2002)
X HVE 240 499 44 B B GR 23 AFRYIB ERIFSE
HRAB, BNz ER AT &5 O A A
(MAOA) I R X JL 3 1Y Bt 247 o A 22 HAE ]
BB Lyt 32 2 R I H A IR T5 . MAOA & Al
AILE R AL 24T R, JUT R AR Le 4 it 37 e 1 (H 4
W R TE Y MAOA JERI AL M f% . %W 5% i B
T st AL FE DN 5 PR R R AE AR A T i 28 AR,
SR, HAET A WE]ET COMT M SHEEHE
XPRICH AT 0 & s AR BIESE o fabEE TGS
P2 R A AR K B IR B 28 DT B B b 2 —, B
R FBHE AT AN S 5-HTT JEHE Z &M
F AR AR BN ARAAAE i % 3¢ HAE FH (Caspi, Sugden,
Moffit, Taylor, Craig, Harrington et al., 2003), A<fff
TP BERE DA AP, Dhrs6267 2851
B AEbR, A TS M IR R, %5 COMT
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BN Z B SEEAT AR, FFE AR S
PRI R A1

2 Wk

21 K

FEASK AR A BRRa T 4 BT iR 2 B4 — E 40 =
MR AE, dL 163 4 (ki fE WA AR ) . o
il 65 A, k¥4l 88 A, B 81 A, &k
72 N, B Aoplial e s Bk 4l AR T 40 o A G
BFELRH?=139,df=1,p>0.10).¥— 72 A, ¥I
T A2 N, 139 N, B AR 13.54 %/ (SD =
0.99), A~ [F)4F 9 w5 1 AE v AR Tl 41 1 o A A7 7 Bk
FFE R (x?=8.04,df = 2, p < 0.05), #ik FEH [ M
FRBE(99%), HACHEM) SRR EZ NP EHE
2207 (AL o0 R v, e 4 Ik 57.90% F
58.10%).
22 WMARIA. NF5H#
221 BLVEWTHITHESR KH Achenbach F

DAEFT N B PE R (YSR, 1991a) h M T N i 2,

17 AmH @, CBIRBIARARTE” R
N BRSBTS )0 R 3 S RIF4r, 155588
fm, RUBGE T R . R A BTMEE RO 0.82,
222 BLEEFREHER B ARG HD
AT R U B SN Y AP A TR SR A R (X B R
1987). Ftxb AR EOR B M A et £y 12 4
AW RS, AR 5 fimRA
W 7 A A i s AR B, 17 KoR “IRARET
“B7 FoR MLEREEW"T, REFMIES .
Sy, Fon AR IR SRR R R A R
RN 0.91,
223 MERRETER RMEEEAERAEARE
&, WE—MRE . 1 Mk, — e —1
(RS
224 DNARE. 7B FE5IRT

1) EEME .ol (Eppendorf 2 H]) .
D-37520 & z & .0 Hl (Thermo A #)) . PCR X
(GeneAmp PCR System 9700, Applied Biosystems &
7)), MassArray TM Nanodispenser (SAMSUNG A
7)), MassARRAY compact System (SEQUENOM 7
7). G384+10 Spectrochip TM (SEQUENOM 72 #]) .
W (Eppendorf 23 7).

(2) EEiXF HotStarTag DNA Polymerase
(1000 U) (4L 4% 4x250 units HotStarTag DNA
Polymerase . 10xPCR Buffer, 25 mM MgClI2, Qiagen

/A Al). iPLEX ™ Reagent Kit(f 4% 10xSAP Buffer .,
1 U/uL SAP enzyme . 10xiPlex Buffer ., iPlex
Termination mix . iPlex enzyme, SEQUENOM A H]) .
Clean Resin (SEQUENOM /A #]). dNTP Mixture
(TaKaRa A #)).

23 MRERF

231 BEMRIERF B2, DR RAL, HEH
IR B R T Y 4 BT h 22 00— 20 = 75 A4
A XF G, I 1 A AR RO N R TS
5L H B0 R B AF -

B, RS E AR S R S 4
T, DABEYCh R, R ARG, 7 AT i
LK, HPRA L 715 4.

55 =, MIEECEAT AR A 0k R i A% 10%
() Bk A B T A7 Ry v 0 4 IR AL (55 10 A
%90 NA LA ZAMFER L, wi—If
PEH), JF1E P 35 AT 2 AR 4l 28 50 X7 9 1k 1Y 43 41
TV, SRS 25 R 5 2 e A —Buh sk,
2L 1 153 ARl 65 A, 1R¥h4l
88 N\)-

WU, fEH ARG . P2 IN P R
R RIBE N, DABEGRCh SR 2 R & ad
FERE BRI %ol N BURIF 9 AR SR 4E 153 &4 9l
e VA i, SRR I BE AT 2 U A A — 7 3t
SKAEET 30min Z0HFE . WO L AR L ROK SR
g

WA, W REEGAEYFRHARA A LA
DUHEAT DNA ERIC, glifk 545078
232 HERHERXERERF UUILYCh AR E
W, BEN A wol R D AT, IFE[Z9°h 30~45min.
KRAEFTFIL N 6 AN BB—, FIAPHERE T
BEBRF, B, Sl RBCRH S, B =, ok
AAT RAEMER; 2500, Fialsort i (5 A G
FHRE), BH, FIXGHEMNET; BN, i
WO it B i
233 SNP SRR

SNP 2 i b Vg 35 i A W B A BR A F R
FI25E Sequenom /A ) MassARRAY FR 452l ,
2 FR Y S T 0T B SO0 A e L SR B ] B
EH AR (MALDI—TOF), FrfAf2m i DNA
ARERFEREE] 5 ng/ul, ML 1uL DNA #EAS, FH 5
0.95uL 7K .0.625uL PCR ZZ f# (¥ 15 mM MgCly) .
1uL A 2.5mM dNTP. 0.325uL £ 25 mM MgCl,.
1uL PCR 5I¥ffi W L &% 0.1uL HotStar Taq [iff
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% 4R 42 4%

(Qiagen) iR & 7 — it . COMT R HZI ¥R F
ACGTTGGATGTAGGTGTCAATGGCCTCCAG, R:
ACGTTGGATGTCATGGGTGACACCAAGGAG .
PCR J I 4514 : 94°C 15 434§ ; 94°C 20 #F, 56°C 30
B, 72°C 1 4, 345 MEH; FZ&X 72°C 3 43
B, PCR P88 )5 , R4S ANTP 0% 25w ma i At
J AR 24145 1.53uL 7K .0.17ul SAP 28 i 0.3 #f
N B P A 192 T (Sequenom) . 12 W 7E 37°C #4740
14, SRJ5 85°C 5 SrBhdiM G o Wk AR T A
IS, EFXT SNP A9 BRI AT 5 | 90 E T 91 B vy A4
ZHPEFT: 0.755uL 7K, 0.2pL 10xiPLEX 28 ik |
0.2uL & Ik R & ¥ . 0.04lpL iPLEX i
(Sequenom), 0.804ul 10 uM FYIEMIT| 4, PAGHEL
FEA SN AE T A5 Fi#E4T: 94°C 30 #b; 94°C 5
b, 52°C5 FF, 80°C 5 #F 5 MEM, 40 MER;
I JF 72°C 3 Jpih. fEZ LRI 6mg FHE]
T3S g (Sequenom) it £k T A J5 LA 25uL 7K &
%, i/l MassARRAY Nanodispenser (Sequenom)
B W o B Y R B — e 384 AL Y
spectroCHIP (Sequenom)_ L, I FH 3 Jot il Bh 0O
W FEL B R AT I ) BT AT AT . A4 R
MassARRAY RT # &4 (WA 3.0.0.4)5C R}
W, JfH MassARRAY Typer ¥/t R4t (A5 3.4)
56 A A 3 B
24 HIEAEBE SR

N FH SPSS 17.0 #4744l AL R 5 73T . Hardy-
Weinberg ~F-f ) W) 45 B2 46 9 5% 1] SHESsis #K1F

3 W EER

3.1 Hardy-Weinberg F#& B M & &1

K SHEsis 143 B3 25 T di A7 o 26 AR i
A7 40 COMT JE[H rs6267 1 fi ¥E1T Hardy-
Weinberg it f& V- W) &5 BER o 45 R oR, AL R
FEHEN(GG .GT Al TT) A WLEME 5 IR W) & B4,

754 Hardy-Weinberg - 7 H (R 2 41 2 = 1.43,
df = 1, p > 0.10; kM4 ¥* = 1.03, df = 1, p >
0.10), iy AL 1 S (x> = 0.07, df = 1,
p > 0.10) Fl 67 AL 7% 2 (* = 0.33, df = 1, p > 0.10)
BT E A,
3.2 rs6267 ZEMERHITAHBFIKTZST

2x2 WHNEE R B 45 R Bk, COMT K
rs6267 A5 U AT AR B3 (= 0.99,
df = 1, p > 0.05); {HF% YL 53250 B Je i 25 K 3R
B, i/ DAEREAT, rs6267 AN ST NG
MK (? =075, df = 1, p > 0.05), R/ EREA
i, ZEARSC A () = 4.69, df = 1, p <0.05); G
PEA TR FAE R TR 4 R s, Mtk s
ARG, rs6267 225V St Th J0 &A%
(x* =0.09, df = 1, p > 0.05), 4t % K F4%
A, T ORI (y % = 4.23, df = 1, p <0.05).
3.3 INFHITAIMEANSE rs6267 £ S MHIZIE(D

345 7

Ryt — AR RS | rs6267 225K
PRI S rs6267 ZAMERYAE HAE I BT &R
BER A AR R, LA A A AR, RS
rs6267 ZA&M AT, FHChERIAEE, B
Backward LR #2817 logistic MIH4#T, 258 BN,
FEHI ST (% = 14.95, p < 0.01), AL 2 F I F 6 %
h 65.4% , b AT ok & AR AR A [l U AR 7Ry i o
Z %N Nagelkerke R? = 0.13., rs6267 £ 25 1:%f oy
1T AR i 38 E50M (B = —1.96, Wald = 6.00, p <
0.05, OR = 0.02, 95% CI: 0.00~0.45), H 5 5%F 1%
AT MR B E 2 HAEF (B = 2.43, Wald = 5.66,
p < 0.05, OR = 11.34, 95% CI: 1.53~83.91), X HAE
FHRPE— 0 Hr 200, rs6267 LS T /D 4E
MBCAT MAFAE B OCHE, T S R I mT DI 25 %
RHEABA SBEAT AT RerE, 25 & DERR
AR PE N 2 (L3 1),

F1 rs6267 ZHEMESUANMELERHITAREMERAMNS RBEREASNER

95%ClI

AR Wald df OR
i P T TH
B -1.51 4.42 1 0.04 0.22 0.05 0.90
@ 0.94 1.67 1 0.20 2.57 0.62 10.73

F: R TTTEREA AL, FLLEGTRIMTTRAH A —, JHFMEGG=0, GTTT=1,

3.4 INHITAHI rs6267 LM ES AMEFESHE
BIiZ 4 B Y3 53 #
LI AT o AR B, AR 205 1 3 Oy s o AR
i, P AR O (bR DO 4 AR e,

PRI . IRA) S rs6267 A
Sk T AR £, iz Backward LR ¥E#E4T logistic
UM, 4558 BoR, BRLRST (% = 129.72, p <
0.001), LAY LFM EHHR A 92.2%, Wkt hk
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A= MR 231 ] IS ABE RY f) Bf E E R BCh Nagelkerke
R?=0.77.

T A I S5 B AT O R AR AR ELAT
FIMAE (B = 5.29, Wald = 54.38, p < 0.01, OR =
197.82, 95% CI: 48.52~806.49); rs6267 £ 2k £4%
%A 8 3 (6 = 0.00, Wald = 0.00, p>0.05, OR = 1.00,

G TR

95% Cl: 0.01~162.35); rs6267 £ & 5 P4 1 3
PEAAE S BAE R, Bl 0P A 06 0 10 3
hn, GG AU e kA m B AT B AT et =
T T ST & (LK 1), HARRF]EETEK
(B = —0.70, Wald = 1.99, p>0.05, OR = 0.50, 95%
Cl: 0.19~1.31),,

P TR

60.0%

50.0%

40.0% —

30.0%

41 H

20.0%

10.0% 4

0.0%

rs6276GTTT
— GG === GTTT

1
i e

Bt A i

Bl 1 rs6267 A1k VR IE HOFXTE D AERGE AT I 52 HAE

4 1L

S —800 e, A5 AB COMT K
rs6267 ZAMES5EH /DTG TT IR Z M0
EWAY, BN S rs6267 Z A MEX AT
TR BEAE S, MR R,
MY SEM S rs6267 A 3 XK (Lee et al.,
2005), H1 AT LAHERT COMT JE M (I REA LR T
Val158Met 137 15 (rs4680), rs6267 i i 2 &k [aAE 5
MEKREVIM G, AN, RFRGER BN, 7%
% COMT %[ rs6267 285 H DFEREIT A&
R, JEEK RS A R R N R T
rs6267 Z A ERON AR BRI, X R T H
SEME S SIREE P E X COMT %[ rs6267 415
B AETCEAT R R R R S B
41 MAINERIMEEULAFETHIER

PEGIRZE X COMT FEN 5HG AT R 56 Rt
WHER, BERER B ELFENL ST NS

rs6267 Lo AR WA ARG, T S L DK nT LA 3 AR
BEMERESBGEET AR AT REYE, B FDER
JERPPER R, LH DEMIGETT AN rs6267
ZAMTER, Rl rs6267 Z 85X Bttt A Y52 MR
T BEDER AT, X H5UALT COMT FHEH
55 RE A 53 L BT R Pl A BB A A R R
PR B A7 o 56 2R I L SE IS e AR —E (Jones,
Zammit, Norton, Hamshere, Jones, Milham, et al.,
2001; LI, VEHIE, BB, BT, XE,
g, 2005). X FHHEGIXT COMT JEH 28545 1E
W REART DA B B AT R 09 56 R WA TR,
BRI 5CT COMT B 5 Xdids h X R MAFR A58
AT DA S5 7 AR AR

SR COMT JE R 247 R ALY AR DL %
RUERE, X T AL AT WA B E S TR
— W — AL AT AR, RV PRI R R ik
DX () i AR B o . il AT T
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W K 5T 45 ) 45 A D) RE A e AR, X Al e 728 5 e A4
AR R SR . TEFERIIRY) | 1 RS O . DEAE
& BRI AT R (AAE R L AT o), i
I AR BAT T 25 5y I S At 2347 R B )
OB A 2 PR PR 2% 78 I v i A 2 52 ) 5 PR 1 3R
5o LA ER WA R (2006), KRR 51T R
AR, AZERAT R DA K 32 A7 R B R X 4 2
T2 3N & H AT MR L E 4 I b 45 &
MG B A 1

Egan % A (2003)F /] fMRI X} COMT JE X #l
5 HTA A S B 2 ()0 06 R AT T O, 4R
B, Met S50 K& PR 5T 25 (0 A0 i e 22 i v AR 3R
LT A B 4 Han 45 ABIFSY & BE.(2006), COMT 4]
AR AIRE A E, 5 HH a5 AR R # A
HAALL, COMT L #5473 i i B AV 5019 0 3 L
S PR AT A T A e A m T AR
PR & . Montag Z58F 27 % 1 (2008), 4 5 LA
P B, COMT e R AU XS4 (0 17 S ot 8k i 559
(affective startle reflex modulation) B4 ¥ 75 {F A,
Hort Met/Met 5 PR RIHE T 35 (1) [ g 5 B 5 T Val 55
o7 K& R #E A 2 o g B 89 BT 58 L 48 7 (Honea,
Verchinski, Pezawas, Kolachana, Callicott, Mattay, et
al., 2009), COMT F[A rs4680 5 rs2097603 fif 5 Xf
T TR AA A 1 DA i 7 5 R 000 T 450 R B DX B
KRBT B RESSEAEM . 06 BRI R B
T4 ET, COMT N5 B A7 o Z [A] -t ol RE A7 71
L —I—A7 R BAEHIALE . COMT 22 %
) FZACHEE, COMT RN Z &ML m COMT
FEIRBYNEE, G =) FARE 1) A2 A o IX g 1
JRE AT A A S i T B 2 e i s, DT S T A
PR S DROB A B T 7% RGP | A 8 0 b
) ARGV, B8 1 AR R 5 il B A s Bt
P S Y B B

ARSCARTE S e R W, AT o B
Him Ttk EEE RN, BYHEERARNLTL
LR 10 %, 2958 EE AT R RZ 0 1
IR 5 A% BvE 22 —TiXF 1000 24 8% i1 i
18 4F (M 3 ¥ 1B ERF 21 2 )W AT TE R, FPEN
FAL AT AR LM 2.4 5 (Craig &
Halton, 2009). [ P i &5 6 58 % B (5K S04,
2003), BEMIEHAT R SIE E 2 T L, A
BARAIESE TR G . Yo AT o i 51 22 55 0T fig
5 10t A% B D5 ) ) MR 25 S A G . AR R,

COMT J&[H rs6267 2515 XAt Jy i Ik 52 1
BIRZE BT, FEE T XA EE, SR N TE
AIPLEE, RIS 355 A% 800 A7 PR 0l 22 S5 1 s R S5 4
FHAL R AT 200 75 EE IR A AR R AT
42 INERERXEEYLAETER

PITEA IR R MAOA F& K 5EREE XA &
JEAF1E 28 5 AE F (Caspi, et al., 2002; Caspi, et al.,
2003), ARFFEHXT COMT RN L SR H K&
BT 5N R R T R S BAE A S, i
FFAIR RN MK XTI A W5 R X
FEPEIAR : R I K -FREE XA 220 BRER I 10 22 B AR
AL SR, [HR S5 AR MEIE ] & Y £F
TE o 1o 4 7 35 R - PR 5 6 AR R AR R R 68 T 1Y
ZHAEH B R AR A 2 25 . 1 H (Caspi
SE NI JE PR - IR X Je 4t 247 R RS BAE A 1E
A FE 15 2 EHE BE. ... Wahlsten 3§ t £ 45 78
L HAE WA AE LN A R IFEAR” (McGue &
Bouchard, 1998 ). Plomin Z&tik >y, 5 st oA
Pb, 500 N AT ) R R - P 55 28 A FH B )
ME(Plomin, DeFries, McClearn & McGuffin, 2001/
2007). IT B —ITF 5T 2 B (Weder, Yang, Healther,
Massey, Krystal, Gelernter, et al., 2009), 24 JLTFER
Z JEAKEAR BT = BF, MAOA JE R X Mt 47k T
S, i L E AL T A2 B KEEE, MAOA
BRI BCEAT RN A S Wik k. FEitl, FRATIA
AW A Re 4 7R s AL FE I 5 IR 85 I &R A 7 A 4R
Wit AR AT R E L TAEN, SF 545 H
THEABR G MR ARG R R T kA K. X b
XPAEE R R I 40 i, A AT RE N Wi 177
KATEM B S AL BAEH, (BR THREAS &
G, AWFIE IO IREE I R M A Ry, TS
SRR T R AT RAEEAR AR SR R L 5 30 58
TET D AEAE 233 N Y 2 BAE T -

EAR—RA 0, AT as R Bos A T Sk
P AR RCEAT N B W WIAE ], APEA S
oK, A YA eyl getEeR ok, RO T
WL R 2R R RN R, A E S DI DA
K AR AN AT 200 . Phor ey . EEEm, A
SO /AR ) B A7 o IF AR IR T s S st AL 5 R 5
A HAEM, B S HAES AL,

YE A [ PN R o0 B 2 0 3k ) i 0 2% 4% it A% B
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Abstract

The development of aggressive behavior has important genetic underpinning. With the advancement of
molecular genetics, research on the mechanism underlying aggressive behavior has reached the molecular level
in recent years. A number of recent studies have identified the COMT (Catechol-O-methyltransferase) gene,
which is located on ql11.2, as one of the candidate genes related to aggressive behavior. Catechol-O-
methyltransferase (COMT) is one of the enzymes that degrade catecholamine neurotransmitters including
dopamine. Recent research has discovered a new functional single nucleotide polymorphism (SNP) rs6267 in the
COMT gene, but its possible association with aggressive behavior remains to be examined. Meanwhile, although
animal studies have consistently observed an increased level of aggressive behavior among COMT knockout
mice, research findings on human subjects have not been always consistent and even contradictory in some cases.
It is assumed that the inconsistencies reported in previous studies may be due to the variance of gender rations
and also the individual differences in life experiences of the samples in previous studies. In addition, most of the
previously reported findings were obtained on subjects who were patients with schizophrenia, bipolar I disorder
or ADHD. The present study aimed to extend the previous research by examining the association between
rs6267 polymorphism and aggressive behavior among healthy adolescents, with particular focus on the
moderating effect of gender and negative life events on the association.

The subjects of this study were 153 grade 7-9 adolescents (male = 81, female = 72) of high aggressive
behavior group (n= 65) and lower aggressive behavior group (n= 88). The subjects status of aggressive behavior
were identified via adolescent’s self-rating on the aggressive behavior questionnaire (Achenbach, 1991a; a =
0.82) and validated via teacher assessment. DNA was extracted from saliva and genotype at rs6267 was
performed for each participant in real time with MassARRAY RT software version 3.0.0.4 and analyzed using
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the MassARRAY Typer software version 3.4 (Sequenom). Data analysis was performed using the Statistical
Package for Social Sciences 17.0 (SPSS 17.0), and a series of logistic regression analyses were conducted to
aggressive behavior distributions.

Two major findings were obtained from this study: (1) rs6267 polymorphism was significantly associated
with the risk of aggressive behavior, but this association was observed only among males, with male adolescents
with T allele possessing a decreased risk of aggressive behavior; while such an association was not observed
among females. (2) There existed a marginal moderating effect of negative life events on the association
between rs6267 polymorphism and aggressive behavior. Compared with adolescents carrying T allele,
adolescents carrying GG genotype had an increased risk of aggressive behavior, but this difference only existed
among adolescents who reported high level of negative life events.

The present study lends further support for the theory that catecholamines may play an important role in
adolescent aggressive behavior, and thereby contributes to COMT gene-aggression literature by elaborating the
moderating effect of gender and negative life events among healthy adolescents.

Key words COMT gene; rs6267 polymorphism; aggressive behavior; moderating effect



